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SEQUENCE LISTING 
4 (1) GENERAL INFORMATION: 

6 (i) APPLICANT: VAN ALSTYNE, Diane 

7 SHARMA, Lawrence Rajendra 
9 (ii) TITLE OF INVENTION: PEPTIDES REPRESENTING EPITOPIC SITES FOR 

10 BACTERIAL AND VIRAL MENINGITIS CAUSING AGENTS AND THEIR 

11 CNS CARRIER, ANTIBODIES THERETO, AND USES THEREOF 
13 (iii) NUMBER OF SEQUENCES: 75 

15 (iv) CORRESPONDENCE ADDRESS: 

16 (A) ADDRESSEE: Foley & Lardner 

17 (B) STREET: 3000 K Street, N.W., Suite 500 

18 (C) CITY: Washington 

19 (D) STATE: D.C. 

20 (E) COUNTRY: USA 

21 (F) ZIP : 20007-5109 

23 (v) COMPUTER READABLE FORM: 

24 (A) MEDIUM TYPE: Floppy disk 

2 5 (B) COMPUTER: IBM PC compatible 

26 (C) OPERATING SYSTEM: PC-DOS/MS-DOS 

27 (D) SOFTWARE: Patentln Release #1.0, Version #1.30 
29 (vi) CURRENT APPLICATION DATA: 

C--> 30 (A) APPLICATION NUMBER: US/09/489 f 850 

C--> 31 (B) FILING DATE: 24-Jan-2000 

32 (C) CLASSIFICATION: 

34 (vii) PRIOR APPLICATION DATA: 

35 (A) APPLICATION NUMBER: 08/988,444 

36 (B) FILING DATE: 

38 (A) APPLICATION NUMBER: US 08/127,499 

39 (B) FILING DATE: 28-SEP-1993 

41 (viii) ATTORNEY/AGENT INFORMATION: 

42 (A) NAME: BENT, Stephen A. 

43 (B) REGISTRATION NUMBER: 29,768 

44 (C) REFERENCE/DOCKET NUMBER: 51916/103/INBI 
4 6 (ix) TELECOMMUNICATION INFORMATION: 

47 (A) TELEPHONE: (202)672-5300 

48 (B) TELEFAX: (202)672-5399 

49 (C) TELEX: 904136 
52 (2) INFORMATION FOR SEQ ID NO : 1: 

54 (i) SEQUENCE CHARACTERISTICS: 

55 (A) LENGTH: 992 amino acids 

56 (B) TYPE: amino acid 

57 (C) STRANDEDNESS : 

58 (D) TOPOLOGY: unknown 
64 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1: 

66 Met Ala Ser Thr Thr Pro lie Thr Met Glu Asp Leu Gin Lys Ala Leu 

67 1 5 10 15 
69 Glu Ala Gin Ser Arg Ala Leu Arg Ala Gly Leu Ala Ala Gly Ala Ser 
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70 20 25 30 

72 Gin Ser Arg Arg Pro Arg Pro Pro Arg His Ala Arg Leu Gin His I 

73 35 40 45 

75 Pro Glu Met Thr Pro Ala Val Thr Pro Glu Gly Pro Ala Pro Pro Arg 

76 50 55 60 

78 Thr Gly Ala Trp Gin Arg Lys Asp Trp Ser Arg Ala Pro Pro Pro Pro 

79 65 70 75 80 

81 Glu Glu Arg Gin Glu Ser Arg Ser Gin Thr Pro Ala Pro Lys Pro Ser 

82 85 90 95 

84 Arg Ala Pro Pro Gin Gin Pro Gin Pro Pro Arg Met Gin Thr Gly Arg 

85 100 105 110 

87 Gly Gly Ser Ala Pro Arg Pro Glu Leu Gly Pro Pro Thr Asn Pro Phe 

88 115 120 125 

90 Gin Ala Ala Val Ala Arg Gly Leu Arg Pro Pro Leu His Asp Pro Asp 

91 130 135 140 

93 Thr Glu Ala Pro Thr Glu Ala Cys Val Thr Ser Trp Leu Trp Ser Glu 

94 145 150 155 160 

96 Gly Glu Gly Ala Val Phe Tyr Arg Val Asp Leu His Phe lie Asn Leu 

97 165 170 175 

99 Gly Thr Pro Pro Leu Asp Glu Asp Gly Arg Trp Asp Pro Ala Leu Met 

100 180 185 190 

102 Tyr Asn Pro Cys Gly Pro Glu Pro Pro Ala His Val Val Arg Ala Ty 

103 195 200 205 

105 Asn Gin Pro Ala Gly Asp Val Arg Gly Val Trp Gly Lys Gly Glu Arg 

106 210 215 220 

108 Thr Tyr Ala Glu Gin Asp Phe Arg Val Gly Gly Thr Arg Trp His Arg 

109 225 230 235 240 

111 Leu Leu Arg Met Pro Val Arg Gly Leu Asp Gly Asp Thr Ala Pro Leu 

112 245 250 255 

114 Pro Pro His Thr Thr Glu Arg lie Glu Thr Arg Ser Ala Arg His Pro 

115 260 265 270 

117 Trp Arg lie Arg Phe Gly Ala Pro Gin Ala Phe Leu Ala Gly Leu Leu 

118 275 280 285 

12 0 Leu Ala Ala Val Ala Val Gly Thr Ala Arg Ala Gly Leu Gin Pro Arg 

121 290 295 300 

123 Ala Asp Met Ala Ala Pro Pro Met Pro Pro Gin Pro Pro Arg Ala His 

124 305 310 315 320 

126 Gly Gin His Tyr Gly His His His His Gin Leu Pro Phe Leu Gly His 

127 325 330 335 

129 Asp Gly His His Gly Gly Thr Leu Arg Val Gly Gin His His Arg Asn 

130 340 345 350 

132 Ala Ser Asp Val Leu Pro Gly His Trp Leu Gin Gly Gly Trp Gly Cys 

133 355 360 365 

135 Tyr Asn Leu Ser Asp Trp His Gin Gly Thr His Val Cys His Thr Lys 

136 370 375 380 

138 His Met Asp Phe Trp Cys Val Glu His Asp Arg Pro Pro Pro Ala Thr 

139 385 390 395 400 

141 Pro Thr Ser Leu Thr Thr Ala Ala Asn Tyr lie Ala Ala Ala Thr Pro 

142 405 410 415 
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217 805 810 815 

219 Arg His Ser Pro Asp Cys Ser Arg Leu Val Gly Ala Thr Pro Glu Arg 

220 820 825 830 

222 Pro Arg Leu Arg Leu Val Asp Ala Asp Asp Pro Leu Leu Arg Thr Ala 

223 835 840 845 

225 Pro Gly Pro Gly Glu Val Trp Val Thr Pro Val He Gly Ser Gin Ala 

226 850 855 860 

228 Arg Lys Cys Gly Leu His He Arg Ala Gly Pro Tyr Gly His Ala Thr 

229 865 870 875 880 
2 31 Val Glu Met Pro Glu Trp He His Ala His Thr Thr Ser Asp Pro Trp 
232 885 890 895 

2 34 His Pro Pro Gly Pro Leu Gly Leu Lys Phe Lys Thr Val Arg Pro Val 

235 900 905 910 

2 37 Ala Leu Pro Arg Ala Leu Ala Pro Pro Arg Asn Val Arg Val Thr Gly 

238 915 920 925 

240 Cys Tyr Gin Cys Gly Thr Pro Ala Leu Val Glu Gly Leu Ala Pro Gly 

241 930 935 940 

243 Gly Gly Asn Cys His Leu Thr Val Asn Gly Glu Asp Val Gly Ala Phe 

244 945 950 955 960 
24 6 Pro Pro Gly Lys Phe Val Thr Ala Ala Leu Leu Asn Thr Pro Pro Pro 
247 965 970 975 

249 Tyr Gin Val Ser Cys Gly Gly Glu Ser Asp Arg Ala Ser Ala Gly His 

250 980 985 990 
2 53 (2) INFORMATION FOR SEQ ID NO : 2 : 

2 55 (i) SEQUENCE CHARACTERISTICS: 

256 (A) LENGTH: 21 amino acids 

257 (B) TYPE: amino acid 
2 58 (C) STRANDEDNESS: 

259 (D) TOPOLOGY: unknown 

265 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2: 

267 Pro Ser Arg Ala Pro Pro Gin Gin Pro Gin Pro Pro Arg Met Gin Thr 

268 1 5 10 15 

270 Gly Arg Gly Gly Ser 

271 20 

273 (2) INFORMATION FOR SEQ ID NO : 3: 

275 (i) SEQUENCE CHARACTERISTICS: 

276 (A) LENGTH: 7 amino acids 

277 (B) TYPE: amino acid 

278 (C) STRANDEDNESS: 

279 (D) TOPOLOGY: unknown 

285 (xi) SEQUENCE DESCRIPTION: SEQ ID NO : 3 : 

287 Gin Pro Gin Pro Pro Arg Met 

288 1 5 

290 (2) INFORMATION FOR SEQ ID NO : 4: 

292 (i) SEQUENCE CHARACTERISTICS: 

293 (A) LENGTH: 21 amino acids 

294 (B) TYPE: amino acid 

295 (C) STRANDEDNESS: 

296 (D) TOPOLOGY: unknown 
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302 (xi) SEQUENCE DESCRIPTION: SEQ ID NO : 4: 

304 Glu Arg Gin Glu Ser Arg Ser Gin Thr Pro Ala Pro Lys Pro Ser Arg 

305 1 5 10 15 

307 Ala Pro Pro Gin Gin 

308 20 

310 (2) INFORMATION FOR SEQ ID NO : 5: 

312 (i) SEQUENCE CHARACTERISTICS: 

313 (A) LENGTH: 7 amino acids 

314 (B) TYPE: amino acid 

315 (C) STRANDEDNESS: 

316 (D) TOPOLOGY: unknown 

322 (xi) SEQUENCE DESCRIPTION: SEQ ID NO : 5: 

324 Gin Thr Pro Ala Pro Lys Pro 

325 1 5 

327 (2) INFORMATION FOR SEQ ID NO : 6: 

329 (i) SEQUENCE CHARACTERISTICS: 

330 (A) LENGTH: 21 amino acids 

331 (B) TYPE: amino acid 

332 (C) STRANDEDNESS: 

333 (D) TOPOLOGY: unknown 

339 (xi) SEQUENCE DESCRIPTION: SEQ ID NO : 6: 

341 Asp Met Ala Ala Pro Pro Met Pro Pro Gin Pro Pro Arg Ala His Gly 

342 15 10 15 

344 Gin His Tyr Gly His 

345 20 

34 7 (2) INFORMATION FOR SEQ ID NO : 7: 

34 9 (i) SEQUENCE CHARACTERISTICS: 

350 (A) LENGTH: 7 amino acids 

351 (B) TYPE: amino acid 

352 (C) STRANDEDNESS: 

353 (D) TOPOLOGY: unknown 

359 (xi) SEQUENCE DESCRIPTION: SEQ ID NO : 7: 

361 Pro Pro Gin Pro Pro Arg Ala 

362 1 5 

364 (2) INFORMATION FOR SEQ ID NO : 8: 

366 (i) SEQUENCE CHARACTERISTICS: 

367 (A) LENGTH: 1063 amino acids 

368 (B) TYPE: amino acid 

369 (C) STRANDEDNESS: 

370 (D) TOPOLOGY: unknown 

376 (xi) SEQUENCE DESCRIPTION: SEQ ID NO : 8: 

378 Met Ala Ser Thr Thr Pro lie Thr Met Glu Asp Leu Gin Lys Ala Leu 

379 1 5 10 15 

381 Glu Ala Gin Ser Arg Ala Leu Arg Ala Glu Leu Ala Ala Gly Ala Ser 

382 20 25 30 

384 Gin Ser Arg Arg Pro Arg Pro Pro Arg Gin Arg Asp Ser Ser Thr Ser 

385 35 40 45 

387 Gly Asp Asp Ser Gly Arg Asp Ser Gly Gly Pro Arg Arg Arg Arg Gly 

388 50 55 60 
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L:30 M:220 C: Keyword misspelled or invalid format, [(A) APPLICATION NUMBER : ] 

L:31 M:220 C: Keyword misspelled or invalid format, [(B) PILING DATE:] 

L:1170 M:341 W: (46) n n" or "Xaa" used, for SEQ ID#:23 

L:1173 M:341 W: (46) "n" or "Xaa" used, for SEQ ID#:23 

L:1176 M:341 W: (46) "n" or "Xaa" used, for SEQ ID#:23 

L:1293 M:341 W: (46) "n" or "Xaa" used, for SEQ ID#:23 

L:1296 M:341 W: (46) "n" or "Xaa" used, for SEQ ID#:23 
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